. Results from PERMANOVA analysis for differences in nematode density among procedural controls (field, reconstruction and experimental controls) and depth based on a Euclidean resemblance matrix. P-values obtained by permutation Table S2 . Results from PERMANOVA analysis for differences in multivariate community structure among procedural controls treatments and depth, based on a Bray-Curtis resemblance matrix (df = 2, 7 and 14 respectively), with p-values obtained by permutation. Where the Treatment _ Slice interaction is significant, pairwise tests of factor Treatment within Treatment _ Slice were performed, from which the significantly different slices among treatments are indicated with p-values drawn from Monte-Carlo samplings (p (MC)). C: control; FC: field control Table S6 . Results from PERMANOVA analysis for differences in multivariate community structure among experimental treatments and depth, based on a Bray-Curtis resemblance matrix, both for raw and standardised square root-transformed data (df = 3, 7 and 21 in whole core (cm scale) analysis and df = 3, 3 and 9 in upper 2 cm (0.5 cm scale) analysis). P-values obtained by permutation. ns: not significant 
